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(2) INFORMATION FOR SEQ ID NO:lr 




(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH; 25 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) topology: linear 

(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NOsl: 

Arg Ala Glu Trp Ala Aep lie Asp Pro Val Pro Gin Aen Asp Gly Pro 
1 5 10 is 

Ser Pro Val Val Gin lie lie Tyr Ser 

20 .25 



(2) INFORMATION FOR SEQ ID NO: 2 i 

(X) . SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Asp Ala He Glu Leu Asn Ala Ala Asn Tyr Thr Val Trp His Phe Arg 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Asn Tyr Gin Val Trp His Hio Arg 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 4: 

(X) SEQUENCE CHARACTERISTICS z 

(A) LENGTH; 12 amino acids 

(B) TYPEt amino acid 

(C) STRANDEDNESS: single J 

(D) TOPOLOGY r linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NOi4: 

His Phe Val lie Ser Asn Thr Thr Gly Tyr Ser Asp 
IS 10 



(2) INFORMATION FOR SEQ ID NO: 5: 

(1) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 7 amino acids 

(B) TYPEs amino acid 

(C) strandedness * single 

(D) TOPOLOGY i linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NOiS: 

Val Leu Val Glu Trp Leu Lye 
1 5 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 13 amino acids 

(B) TYPE i amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID HO: 6: 

Leu Val Pro Hia Asn Glu Ser Ala Trp Asn Tyr Leu Lys 
1 5 10 
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(2) INFORMATION FOR SEQ ID NO: 7 r 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acide 

(B) TYPE; amino acid 

(C) STRANDED NESS : single 
(D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Ala Tyr Cys Ala Ala Ser Val Ala Ser Leu Thr Aen lie He Thr Pro 
1 5 - io 15 

Asp Leu Phe Glu 
20 

(2) INFORMATION FOR SEQ ID NO: 8;" 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acida 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Leu Gin Tyr Leu Ser He Ala Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) topology: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Leu Leu Gin Trp Val Thr Ser 
1 5 
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(2) INFORMATION FOR SEQ ID NO; 10: 



tO /OK, ffy 



(i) SEQUENCE CHARACTERISTICS: 1 I 

(A) LENGTH? 23 amino acids 

(B) TYPE: amino acid 

(C) 5TRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

lie Gin Ala Thr Thr His Phe Leu Gin Lys Pro Val pro Gly Phe Glu 
1 5 10 is 

Glu Cy B Glu Asp Ala Val Thr 
20 

(2) INFORMATION FOR SEQ ID NO: lis 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acide 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

lie Gin Glu Val Phe Ser Ser Tyr Lye 

1 5 ' 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRAND EDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Cys Val Leu Met 
1 
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(2) INFORMATION FX>R SEQ ID NO: 13s 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 4 amino acidg 

(B) TYPE: amino acid 

(C) STRANDEDNBSS: b ingle : ; ' 

(D) topology x linear 

<ii) MOLECULE TYPE: peptide 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

Cys Cys Val Gin 
1 



(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 
<A) LENGTH: 4 amino acids 
(8) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) topology: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 
Cys He He Cys 



(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 : 

Cys He He Ser 
1 



<2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE. CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

Cys Val He Ser 
1 



I of on, w 
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(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 4 amino acids 
{ B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

( i i ) MOLECULE TYPE : pept tde 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

cy© val Leu Ser 
1 



(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS z 

(A) LENGTH: 4 amino acids 

(B) TYPEr amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY t linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Cys Val lie Ala 
1 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) topology: linear 
(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Cys Val He Leu 
1 



(2) INFORMATION FOR SEQ ID N0:20: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amin^o acid . . . 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 20: 

Cys Leu He Leu 
1 
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(2) INFORMATION FOR SEQ ID NO: 21s 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTHS 4 amino acids 

(B) TYPE: amino acid 



/of m, 



(C) STRANDEDNESS: single 

(D) topology: linear 



(ii) MOLECULE TYPE* peptide 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 21: 

Cye Leu Leu Leu 
1 



(2) INFORMATION FOR SEQ ID NO: 22 5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRAND EONESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

.. Cys Thr.Val Ala 

1 



(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Cys Val Ala Met 

1 



(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS t single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Cys Lys lie Met 
1 
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(2) INFORMATION FOR SEQ ID NO: 25: 




(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: Single ; 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE; peptide 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 25: 



Cys Leu lie Met 
1 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:26: 

Cys Val Leu Met 
1 



(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Cys Phe lie Met 
1 



(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
Cys Val Phe Met 



1 
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(2) INFORMATION FOR SEQ ID NO; 29; 

(i) SEQUENCE CHARACTERISTICS r 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS s_s ingle :• • 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE 5 peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:29: 

Cys val lie Phe 
1 



(2) INFORMATION FOR SEQ ID NO: 30s 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Cys Glu He Met 
1 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGr: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 31s 
Cys Gly He Met 

1 



(2) INFORMATION FOR SEQ XD NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 
X A) LENGTH: 4 amino adds 

(B) TYPE: aminp acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE; peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Cys Pro He Met 
1 
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(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE : amino acid 

(C) STRAND EDNESS : single ^ 

(D) topology: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33; 

Cys Val Tyr Met 
1 



(2 J INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNES S : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: ' SEQ ID NO; 34: 

Cys Val Thr Met 
1 



(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:35: 

Cys Val Pro Met 

1 



( 2 ) INFORMATION FOR SEQ ID NO: 36 1 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS ; single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

Cys Val Ser Met 
1 
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(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH x 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single . 
(D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

Cye Val lie Phe 

1 



(2) INFORMATION FOR SEQ ID NO; 38: 

(i) SEQUENCE CHARACTERISTICS z 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDED NESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38: 

Cys Val He Val 
1 



(2) INFORMATION FOR SEQ ID NO: 39a 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) strandednesS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:39t 

Cyg Val He Pro 

• 1 • • • • . 



(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS* 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 



Cys Val He He 
1 
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(2) INFOJUiATION FOR SEQ ID NO: 41 ; 




(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii> MOLECULE TYPE: peptide 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

Lye Thr Ser Cys Val He Met 

1 5 



(2) INFORMATION FOR SEQ IP NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: eingle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42 : 
ser val He Met 



(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESSl single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:43: 
CAYGCNATNG ARYTAAACGC AGCCAACTAT ACGGTC 



(2) INFORMATION FOR SEfc ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRAND EDNESS x single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION* SEQ ID NO:44: 

Asp Ala He Glu Leu Asn Ala Ala Aon Tyr Thr Val Trp His Phe Glu 



1 



5 



10 



15 
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(2) INFORMATION FOR SEQ ID NO: 45: f 

(i) SEQUENCE CHARACTERISTICS: I 0 1 0 ^ ^ f 

(A) LENGTH i 14 base pairs / ' 

(B) TYPE: nucleic acid ' 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 
CKRAARTGCC ANAC 

(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDED NESS: single 

•(D) topology i linear 

(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 
TANGAGTTAA ACGCAGCCAA CTATACGGTC TCCCACTT 3Q 



(2) INFORMATION FOR SEQ ID NO: 47 5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 
GCGTACTGTG CGGCTC 



(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base paixs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:48: 
GCNTAYTGYG CNG CCTCAGT GCCTCTCTCA CCAAC 
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(2) INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single . 

(D) TOPOLOGY: linear 

(ii> MOLECULE TYPEs DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 
GGNGTRATNA TRTT 



(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

.(D) TOPOLOGY: linear 

(li> MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:50i 
TACTGTGCCT CAGTACCCTC TCTCACCAAC ATNATCA 



(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 
Cys Ala lie Leu 



(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 
(h) LENGTH: 4 amino acids 
(D) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 
Cys He Lye ser 



14 



37 



